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PBCV-1, 330-kb genome, analysis of map positions 88–182, 102
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major capsid protein, cloning, sequence analysis, and expression,infectivity, and host responses, relationship (hamster), 46
431CTP (cytidine 5*-triphosphate)
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viral hemorrhagic septicemia virus, related properties of glycoproteinmovement-defective, cell-to-cell transport in transgenic plants ex-
major phosphatidylserine-binding domain, 60pressing heterologous movement protein genes, 208
movement protein nucleic acid- and NTP-binding properties, com-
parison, 71 G
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human, glycoprotein B antigenic domain 1, antibody fine specificity, Galleria mellonella nuclear polyhedrosis virus
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hiker transposon insertion, 235
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D 14, bacteriophage f6, nonsense mutation, construction and analysis,
455
Dengue virus type 1 19.5, and genetic element m, nonessential, isolation of bacteriophage
recombinant NS5 protein, expressed in Escherichia coli, RNA-depen- T7 mutant deleted in, 20
dent RNA polymerase activity, 317 bel, human foamy virus, role in viral neurotropism and neurotoxicity
Dimerization in trangenic mouse, 338
rubella virus capsid protein, role in virus particle formation, 223 DNA polymerase, Spodoptera ascovirus, sequence, function, and
DNA phylogenetic analysis, 146
chlorella virus PBCV-1 330-kb genome map positions 88–182, analy- E1A, adenovirus, transcriptional function, partial substitution by hep-
sis, 102 atitis B virus X protein, 425
complementary, double-stranded RNA virus ScVLa, cloning and se- E11, vaccinia virus, encoding 15-kDa virion component, temperature-
quencing, 451 sensitive mutation, 252
HIV-1, fragments in nef gene and LTR, effects on suppression of viral major capsid protein, frog virus 3, cloning, sequence analysis, and
LTR activity, 245 expression, 431
human papillomavirus type 11 cis-acting elements important for repli- nef, HIV-1, extra-LTR fragment of, down-modulation of viral LTR activ-
cation of origin, determination, 219 ity, 245
JC virus archetype form, replication and infectivity, restriction by se- promoters, see Promoters
quences within early and late viral promoters, 90 S3, reovirus, sequence diversity, 265
DNA-directed DNA polymerase UL25, HSV-1, associated with virus penetration and capsid assembly,
Spodoptera ascovirus, gene sequence, function, and phylogenetic essential protein encoded by, characterization, 278
analysis, 146 v-src, Rous sarcoma virus, variants, isolation from low- and high-
DNA-directed RNA polymerase metastatic RSV-transformed hamster cells, 347
virus-induced, from AcNPV-infected insect cells, purification, 12 X, hepatitis B virus, expression in transient expression system, ef-
DNA polymerase fects of X protein and p53, 80
DNA-directed, see DNA-directed DNA polymerase Genetic elements
DNA polymerase d nonessential, 19.5 and m, bacteriophage T7 mutant deleted in, isola-
dependent formation of hairpin structure at 5*-terminal palindrome tion, 20
of minute virus of mice genome, 258 Genomic rearrangement
rice dwarf phytoreovirus genome segment 12, 238
Giardiaviruses
E related, separation and characterization (Giardia lamblia), 124
Glycoproteins
B, human cytomegalovirus, antigenic domain 1 antibody fine specific-Epithelial cells
mammalian, detection of separate receptors for papillomavirus virus- ity, 133
G, viral hemorrhagic septicemia virus, major phosphatidylserine-like particles and for soluble L1 capsid protein, 35
Epitopes binding domain, Pepscan mapping and fusion-related proper-
ties, 60B-cell, Puumala virus nucleocapsid protein, protective immunity-as-
sociated, identification, 397 gp130 oligomers, SIV, vaccination of rhesus monkeys with, protective
effect against infection from SIVmac32H grown on T cells orEscherichia coli
recombinant dengue virus type 1 NS5 protein expressed in, RNA- derived ex vivo, 444
GTP (guanosine 5*-triphosphate)dependent RNA polymerase activity, 317
Evolution binding by movement protein of cucumber mosaic virus and tobacco
mosaic virus, comparison, 71reoviruses: sequence diversity of S3 gene, 265
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ImmunityHairpin
protective, Puumala virus, role of viral nucleocapsid protein, 397at 5*-terminal palindrome of minute virus of mice genome, DNA poly-
retronphage fR73, and homologous bacteriophage P4, specificitymerase d-dependent formation, 258
determinants, 389
Hepatitis B virus
Immunization
producing cell line HepG2-4A5, as in vitro system for analysis of viral
intracellular, against SIVmac , use of hairpin ribozyme, 241replication regulation and screening of anti-HBV drugs, 214
Infection
X gene expression in transient expression system, effects of X protein adenovirus E1A-deficient mutants in hepatoma cells, partial substitu-
and p53, 80 tion of E1A transcriptional function by hepatitis B virus X protein,
X protein, partial substitution for E1A transcriptional function during 425
adenovirus infection, 425 SIVmac32H in rhesus monkeys, protective effect of vaccination with
Herpes simplex virus type 1 SIV gp130 oligomers, 444
and HSV-2, protein kinase of RR1 subunit, comparison, 184 Infectivity
origin of replication and packaging signals, plasmids carrying, in- archetype JC virus in human renal and glial cell cultures, 90
creased transcomplementation properties, 437 and host responses, in Creutzfeldt–Jakob disease (hamster), 46
UL25 gene associated with virus penetration and capsid assembly, Influenza virus A
essential protein encoded by, characterization, 278 genome segments, assembly in segment-specific manner, inhibition
Herpes simplex virus type 2 by defective RNAs, 326
and HSV-1, protein kinase of RR1 subunit, comparison, 184 Insertions
HIV-1, see Human immunodeficiency virus type 1 transposon, hitchhiker, characterization: insertion identified in bacu-
lovirus FP mutants in TN-368 cells, 235Host index
barley, barley stripe mosaic virus expression of RNAb triple gene
block, role of subgenomic RNAs, 367
J
Giardia lamblia, two related giardiaviruses in, separation and charac-
terization, 124 JC virus
hamster, Creutzfeldt–Jakob disease-affected, relationship between archetype, replication and infectivity in human renal and glial cell
viral titer and host responses, 46 cultures, 90
human, human T-lymphotropic virus type II genetic variants in Ameri-
can Indian groups, 165
Lmonkey, SIVmac32H infection, protective effect of vaccination with
SIV gp130 oligomers (Macaca mulatta), 444
Long terminal repeatsmouse, transgenic, human foamy virus neurotropism and neurotoxic-
HIV-1ity, determinants, 338
down-modulation by extra-LTR nef gene fragment, 245tobacco
Tat-mediated transactivation, differential effects of IkB molecules,
transgenic, expressing heterologous movement protein genes,
284
movement-defective cucumber mosaic and tobaco mosaic vi-
ruses in, cell-to-cell transport (nicotiana tabacum), 208
trichome cell plasmodesmata, size-exclusion limit, effect of cell- M
to-cell movement of potato virus X (Nicotiana clevelandii), 197
Measles virusyeast, double-stranded RNA virus ScVLa, cDNA cloning and se-
N protein domains required for binding to P protein and self-assem-quencing (Saccharomyces cerevisiae), 451
bly, 272HSV, see Herpes simplex virus
Membrane bindingHuman foamy virus
negative-strand viruses and retroviruses, role of M and MA proteins,neurotropism and neurotoxicity in transgenic mouse, determinants,
minireview, 289338
Minute virus of miceHuman immunodeficiency virus
genomic DNA 5*-terminal palindrome, hairpin structure, DNA poly-type 1
merase d-dependent formation, 258LTR
Models
down-modulation by extra-LTR nef gene fragment, 245
bank vole, in analysis of role of Puumala virus nucleocapsid protein
Tat-mediated transactivation, differential effects of IkB mole-
in protective immunity, 397
cules, 284
Molecular structure
TAR RNA stem structure mutants, inhibited replication, 411 orbivirus, minireview, 1
Tat transactivator, essential cysteine region, cellular protein Tip60 secondary, red clover necrotic mosaic virus RNA-1, 407
specifically interacting with, identification, 357 Monoclonal antibodies
type 2, infection in CEM/174 cells, intracellular immunization with antigenic domain 1 of glycoprotein B of human cytomegalovirus, fine
hairpin ribozyme, 241 specificity, 133
Human papillomavirus type 6b P protein of vesicular stomatitis virus, effects on transcription and
virus-like particles and soluble L1 capsid protein, separate receptors genome RNA replication, 26
on epithelial cells, 35 Mouse hepatitis virus
Human papillomavirus type 11 MHV-A59, derived synthetic defective interfering RNAs, replication,
E1 binding site mapping and determination of other cis elements 174
important for replication of origin, 219 Murine leukemia virus
Human T-lymphotropic virus type II Moloney, N-tropic, and B-tropic strains, Gag precursor protein inter-
actions, mutational analysis, 418genetic variants in American Indian groups, 165
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Mutants Pepscan mapping
bacteriophage T7, deleted in nonessential genetic elements gene viral hemorrhagic septicemia virus glycoprotein major phosphatidyl-
19.5 and m, isolation, 20 serine-binding domain, 60
FP, baculoviral, derived after passage in TN-368 cells, associated Phosphatidylserine
hitchhiker transposon insertion, 235 binding to glycoprotein G of viral hemorrhagic septicemia virus, 60
Mutational analysis Phosphorylation
Gag precursor protein interactions of murine leukemia viruses, 418 constitutive, Sendai virus P protein at serine249, 228
Mutations protein kinase of RR1 subunit of HSV-1 and HSV-2, comparison, 184
HIV-1 TAR RNA stem structures, effect on replication, 411 Plasma membrane
nonsense, bacteriophage f6 gene 14, construction and analysis, Sindbis virus-infected chick embryo cells, associated inhibition of
455 Na/K/-ATPase activity, mechanism, 299
temperature-sensitive, vaccinia virus E11 gene encoding 15-kDa vi- Plasmids
rion component, 252 carrying HSV-1 origin of replication and packaging signals, increased
transcomplementation properties, 437
PlasmodesmataN
trichome cells, size-exclusion limit, effect of cell-to-cell movement of
potato virus X (Nicotiana clevelandii), 197Negative-strand virus
Potato virus XM protein, and retroviral MA protein, function and properties, minire-
cell-to-cell movement, association with change in size-exclusion limitview, 289
of plasmodesmata in trichome cells of Nicotiana clevelandii,Neurotoxicity
197human foamy virus in transgenic mouse, determinants, 338
Neurotropism Prion protein
human foamy virus in transgenic mouse, determinants, 338 changes during course of viral replication in Creutzfeldt–Jakob dis-
Nucleoside triphosphates ease (hamster), 46
binding by movement protein of cucumber mosaic virus and tobacco Promoters
mosaic virus, comparison, 71 early and late, archetype JC virus, sequences within, restriction of
Nucleotide sequence viral DNA replication and infectivity, 90
beet soil-borne virus RNA 3, 202 internal, upstream of human foamy virus bel gene, role in viral neuro-
double-stranded RNA virus ScVLa cDNA, 451 tropism and neurotoxicity in trangenic mouse, 338
frog virus 3 major capsid protein gene, 431 Proteinases
hitchhiker insertion transposon associated with baculovirus FP mu- V-CATH, AcNPV, role in actin binding and proteolysis in infected Sf9
tants in TN-368 cells, 235 cells, 380
HIV-1 Tip60 cDNA, 357 Protein assembly
human T-lymphotropic virus type II in American Indian groups, 165 nucleocapsid, measles virus, associated N protein domains, 272
Spodoptera ascovirus DNA polymerase gene, 146 Protein kinase
v-scrHM and v-srcLM oncogene variants from Rous sarcoma virus, RR1 subunit of herpes simplex virus type 1 and type 2, comparison,
347 184
Proteins
A, bacteriophage P2, functional characterization and DNA cleavageO
site, 158
Open reading frames C and C*, vesicular stomatitis virus, role in viral replication, 309
bb, bc, and bd, barley stripe mosaic virus, expression, role of sub- capsid
genomic RNAs transcribed from RNAb, 367 L1, soluble, papillomavirus, and virus-like particles, separate re-
ORF2 encoding vesicular stomatitis virus C proteins, sequencing, ceptors on epithelial cells, 35
309 rubella virus, dimerization, role in virus particle formation, 223
Orbiviruses E1, human papillomavirus type 11, binding site mapping and determi-
structure and assembly, minireview, 1 nation of other cis elements important for replication of origin,
ORF, see Open reading frames 219
Origin of replication E11, vaccinia virus, 15-kDa virion protein, temperature-sensitive mu-
bacteriophage P2 DNA, associated P2 A initiator protein, functional tation, 252
characterization and DNA cleavage site, 158 Gag precursor, murine leukemia viruses, interactions between, muta-
herpes simplex virus type 1, and packaging signals, plasmids car- tional analysis, 418
rying, increased transcomplementation properties, 437 M, negative-strand virus, and retroviral MA protein, function and
human papillomavirus type, E1 binding site and other cis elements properties, minireview, 289
important for, analysis, 219 MA, retroviral, and negative-strand virus M protein, function and
properties, minireview, 289
major capsid, frog virus 3, gene cloning, sequence analysis, andP
expression, 431
movement-relatedPackaging signals
cucumber mosaic virus and tobacco mosaic virus, RNA- and NTP-HSV-1, and origin of replication, plasmids carrying, increased trans-
binding properties, comparison, 71complementation properties, 437
heterologous, transgenic plants expressing, cell-to-cell movementParticles
of movement-defective cucumber mosaic and tobacco mosaicorbivirus, core-like and virus-like, minireview, 1
viruses, 208papillomavirus, virus-like, soluble L1 capsid protein, separate recep-
tors on epithelial cells, 35 N, measles virus, domains required for binding to P protein and self-
assembly, 272rubella virus, formation, role of capsid protein dimerization, 223
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NS5 recombinant, dengue virus type 1, expressed in Escherichia Ribozymes
hairpin, in intracellular immunization against SIVmac , 241coli, RNA-dependent RNA polymerase activity, 317
nucleocapsid, Puumala virus, characterization: B-cell epitopes and Rice dwarf virus
genome segment 12, genomic rearrangement, 238domains involved in protective immunity, 397
P RNA
b, barley stripe mosaic virus, subgenomic RNAs transcribed from,Sendai virus, constitutive phosphorylation at serine249, 228
vesicular stomatitis virus, monoclonal antibodies, effects on tran- identification, mapping, and role in expression of triple gene
block ORFs, 367scription and genome RNA replication, 26
P14, bacteriophage f6, role in development, 455 3, beet soil-borne virus, nucleotide sequence, 202
barley stripe mosaic virus, subgenomic, transcribed from RNAb,p53, and hepatitis B virus X protein, effects on HBV X gene expression
in transient expression system, 80 identification, mapping, and role in expression of triple gene
block ORFs, 367prion, see Prion protein
Tat, HIV-1 binding by movement protein of cucumber mosaic virus and tobacco
mosaic virus, comparison, 71essential cysteine region, cellular protein Tip60 specifically inter-
acting with, identification, 357 defective, inhibition of influenza virus assembly of genome segments
in segment-specific manner, 326mediated transactivation of viral LTR, differential effects of IkB
molecules, 284 defective interfering synthetic, derived from mouse hepatitis virus
A59, replication, 174Tip60, HIV-1, interacting with essential cysteine region of Tat trans-
activator, identification, 357 double-stranded
giardiavirus, two related forms in Giardia lamblia, separation andUL25, HSV-1, associated with virus penetration and capsid assembly,
characterization, 278 characterization, 124
rice dwarf phytoreovirus genome segment 12, genomic rearrange-X, hepatitis B virus
and p53, effects on HBV X gene expression in transient expression ment, 238
red clover necrotic mosaic virus, subgenomic, mapping, 407system, 80
partial substitution for E1A transcriptional function during adenovi- TAR, HIV-1, alteration of stem structures, effect on viral replication,
411rus infection, 425
Proteolysis RNA-dependent RNA polymerase
activity of recombinant dengue type 1 virus NS5 protein expressedactin, in AcNPV-infected Sf9 cells, role of virion-associated V-CATH,
380 in Escherichia coli, 317
RNA packagingPuumala virus
nucleocapsid protein, characterization: B-cell epitopes and domains measles virus, associated N protein domains required for binding
to P protein and self-assembly, 272involved in protective immunity, 397
RNA polymerase
DNA-directed, see DNA-directed RNA polymerase
R
RNA synthesis
vesicular stomatitis virus, transcription and genome RNA replication,Red clover necrotic mosaic virus
effects of anti-P protein monoclonal antibodies, 26subgenomic RNA, mapping, 407
RNA virusesReoviruses
ScVLa, from Saccharomyces cerevisiae, cDNA cloning and sequenc-S3 gene sequence diversity, 265
ing, 451Replication
Rous sarcoma virusbacteriophage P2 DNA, A initiator protein involved in, functional char-
v-src oncogene, variants, isolation from low- and high-metastaticacterization and DNA cleavage site, 158
RSV-transformed hamster cells, 347dengue type 1 virus, role of recombinant NS5 protein, 317
Rubella virushepatitis B virus, regulation, analysis with HBV-producing cell line
capsid protein dimerization, role in virus particle formation, 223HepG2-4A5, 214
HIV-1, effect of mutations in TAR RNA stem structures, 411
human papillomavirus type 11 origin, E1 binding site and other cis S
elements important for, analysis, 219
JC virus archetype form in human renal and glial cell cultures, 90 Self-assembly
measles virus N protein, domains required for, 272minute virus of mice DNA, associated hairpin structure at 5*-terminal
palindrome of genome, DNA polymerase d-dependent forma- Sendai virus
P protein, constitutive phosphorylation at serine249, 228tion, 258
mouse hepatitis virus A59-derived synthetic defective interfering Simian immunodeficiency virus
gp130 oligomers, vaccination of rhesus monkeys with, protectiveRNAs, 174
vesicular stomatitis virus effect against infection from SIVmac32H grown on T cells or
derived ex vivo, 444and mRNA transcription, effects of anti-P protein monoclonal anti-
bodies, 26 SIVmac , intracellular immunization using hairpin ribozyme, 241
Sindbis virusrole of C proteins, 309
Retronphage fR73 infected chick embryo cells, associated inhibition of membrane
Na/K/-ATPase activity, mechanism, 299homologous to bacteriophage P4, immunity specificity determinants,
389 SIV, see Simian immunodeficiency virus
Size-exclusion limitRetroviruses
MA protein, and negative-strand virus M protein, function and proper- plasmodesmata in trichome cells, effect of cell-to-cell movement of
potato virus X (Nicotiana clevelandii), 197ties, minireview, 289
Ribonucleotide reductase Spodoptera ascovirus
DNA polymerase gene sequence, function, and phylogenetic analy-RR1, herpes simplex virus type 1 and type 2, associated protein
kinase activity, comparison, 184 sis, 146
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Stem–loop structure U
red clover necrotic mosaic virus, role in subgenomic RNA synthesis, UTP (uridine 5*-triphosphate)
407 binding by movement protein of cucumber mosaic virus and tobacco
mosaic virus, comparison, 71
VT
Vaccines
T cells SIV gp130 oligomers in rhesus monkeys, efficacy against infection
from SIVmac32H grown on T cells or derived ex vivo, 444HIV-1 growth kinetics, effects of alteration of TAR RNA stem struc-
Vaccinia virustures, 411
E11 gene encoding 15-kDa virion component, temperature-sensitiveTobacco mosaic virus
mutation, 252and cucumber mosaic virus
Variantsmovement-defective, cell-to-cell transport in transgenic plants ex-
genetic, human T-lymphotropic virus type II in American Indianpressing heterologous movement protein genes, 208
groups, 165movement protein, nucleic acid- and NTP-binding properties, com-
Vesicular stomatitis virusparison, 71
genome RNA replication and transcription, effects of anti-P proteinTransactivation
monoclonal antibodies, 26HIV-1 LTR, Tat-mediated, differential effects of IkB molecules, 284
replication, role of C proteins, 309Transcomplementation
Viral assembly
plasmids carrying HSV-1 origin of replication and packaging signals,
influenza virus genome segments, inhibition by defective RNAs in
437
segment-specific manner, 326
Transcription
negative-strand viruses and retroviruses, role of M and MA proteins,
late and very late, AcNPV, initiation in vitro by virus-induced RNA minireview, 289
polymerase purified from infected insect cells, 12 orbiviruses, minireview, 1
vesicular stomatitis virus mRNA, and genome RNA replication, ef- Viral entry
fects of anti-P protein monoclonal antibodies, 26 HSV-1 penetration, and capsid assembly, associated UL25 gene,
Transcription factors characterization of encoded protein, 278
IkB, differential effects on Tat-mediated transactivation of HIV-1 LTR, Viral hemorrhagic septicemia virus
284 glycoprotein major phosphatidylserine-binding domain, Pepscan
Transphosphorylation mapping and fusion-related properties, 60
protein kinase of RR1 subunit of HSV-1 and HSV-2, differing ATP Viral receptors
requirements, 184 for papillomavirus capsid proteins, analysis on various cell types:
Transport separate receptors on epithelial cells for virus-like particles and
soluble L1 capsid protein, 35cell-to-cell, see Cell-to-cell transport
Transposons
Xhitchhiker, characterization: insertion associated with baculovirus FP
mutants in TN-368 cells, 235 X-ray crystallography
bluetongue virus VP7, 1Trichome cells
plasmodesmata, size-exclusion limit, effect of cell-to-cell movement
Yof potato virus X (Nicotiana clevelandii), 197
Triple gene block Yeast
RNAs carrying, and furovirus genomes, gene content heterogeneity: two-hybrid system, in analysis of Gag precursor protein interactions
sequence of beet soil-borne virus RNA 3, 202 of murine leukemia viruses, 418
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